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10 20 30 40 50 60 

1 MPGi^EIVIiCVPSDLDEHLPGXSDSFVS&AfASKEWELPPDSDM^ 6 0 

2 MPGJ?^EIVI2CVPSDLDEHLPGTSDSFVNP^ 60 

3 MPGFYE IVrJCVPSDLDEHLPGXSNSFWP^ASKEWELPPDSDMDPNLIEQAPLrVAEKLQ 6 0 

4 MPGFYE IVIJCVPSDLDEHLPGJSNSFVNP^rVAEKEWELPPDSDMDPNLIEQAPLrVAEKLQ 6 0 

5 MPGi^E I VLiCVPSDLDEHLPGXSDS FVSPW 60 

6 MPG^EIVIJCVPSDLDGHLPGXSDSFWPiA/AEKSWELPPDSDMDLNLIEQAPLrVA^ 60 

7 MATi^EVIVRVPFDVEEHLPGJSDSFVDPi^GQIWELPPESDLNLTLVEQPQLTVADRIR 60 
C M**FYE** : *VP*D* **HLPGXS+SFV : PW*** *WELPP*SD**+*L*EQ**LTVA** ** 

70 80 90 100 110 120 

1 RDFIrVQWRRVSKAPEALFFVQFEKGSSyFHLHILVETTGVJCSMVLGRFLSQIRDKLVQTI 120 

2 RDFLVQWRRVSKAPEALFFVQFEKGSSYFHLHILVETTGViCSMVLGRFLSQIRDKLVQTI 120 

3 REFI,VEWRRVSKAPEALFFVQFEKGOTYFHLHVL^ 120 

4 RE FL VEWRRVS KAPEALFFVQFEKG£TX YFHLHVL IET I GVXSMWGRYVS Q I KEKLVTRI 120 

5 REFLVEWRRVSKAPEALFFVQFEKGDSyFHLHILVETVGViCSMVVGRYVSQIKEKLVTRI 120 

6 RDFiTEWRRVSKAPEALFFVQFEKGSSYF'HMHVLVETTGViCSMVLGRFLSQIREKLIQRI 12 0 

7 RVFIrYEWNKFSKQ - ESKFFVQFEKGSE YFHLHTLVETSGI SSMVLGRWSQIRAQLVKW 119 
C R:FL++W***SK**E**FFVQFEKG+:YFH*H:L+ET:G**SMV:GR: :SQI: : *L* : :* 

130 140 150 160 170 180 

1 YRGX2?P TL PNWFAVTKTRNGAGGGNKVVDE C Y I PNYLLPKTQPELQWAWTNMEEYI S ACL 180 

2 YRGXSPTLPNWFAVTKTRNGAGGGNKVVDECYI PNYLLPKTQPELQWAWTNMEEYISACL 180 

3 YRGVSPQLPNWFAVTKTRNGAGGGNKVVDDCYIPNYLLPKT^ 180 

4 YRGVjEPQLPNWFAVTKTRNGAGGGNKVVDDCYI PNYLLPKTQPELQWAWTNMDQ YLSACL 180 

5 YRGVKPQLPNWFAVTKTRNGAGGGNKVVDDCYI PNYLLPKTQPELQWAWTNMDQ YI SACL 180 

6 YRGXSP 5FL PNWFAVTKTRNGAGGGNKVVDE C YI PNYLL P KTQPE LQWAWTNME Q YLSACL 180 

7 FQGXJ5TPQ INDWVAI TKVKK - -GGANKWDSGYI PAYLLPKVQPELQWAWTNLDEYKLAAL 177 
C **G:E'P: * * *W*A*TK* * * * *GG*NKWD : * YIP*YLLPK*QPELQWAWTN* : : Y:*A*L 

190 200 210 220 230 240 

1 NLAERKRLVAQHLTHVSQTQEQNKENL^ 240 

2 NLAERKRLVAHDIrTHVSQTQ 240 

3 NLAERKRLVAQHLTHVSQTQEQNKENQNPNSDAPVIRSKT5ARYMEL VGWXiVDRGITSEK 24 0 

4 NLAERKRLVAQHIiTH VSQTQEQNKENQNPNSDAPVIRS KTSARYMEL VGWL VDRG I TS EK 24 0 

5 NLAERKRLVAQHLTHV5QTQEQNKENQNPNSDAPVIRSKT5ARYMELVGWLVDRGITSEK 240 

6 NLTERKRLVAQHIr TH VSQTQEQNKENQNPNS D AP V IRS KTSARYMEL V\GWI/VDiCGI TS E K 240 

7 NLEERKRLVAQFIrAE SSQRS -QEAASQREFSADPVIKSKTSQKYMALVNWZ/VEHGirSEK 236 
C NL+ERKRLVA*+L***£Q***Q****+***S**^ 

250 260 270 280 290 300 

1 QWIQEDQAS YISFNAASNSJRSQXKAALDNAGKIMALTKSAPDYLVGPAPPADIKTNRIYR 3 0 0 

2 QWI QEDQAS YI S FNAASWSJR SQXiCAALDNAGKIMALTKS APDYLVGPAP PAD I KTNRI YR 3 0 0 

3 QWI QEDQAS YI S FNAASNSJR S QXXAALDNAS KI MS LTKTAPD YLVGSNP PED I TKNRI YQ 3 0 0 

4 QWIQEDQAS YISFNAASJ7SRS QXKAALDNAS KI MS LTKTAPDYLVGSNP PED I TKNR I YQ 3 0 0 

5 Q W I QEDQAS YI S FNAAS.WS.R S QXitAALDNAS KI MS LTKT APD YL VGQNP P ED I S S NR I YR 30 0 

6 QW I QEDQAS YI S FNAASWSRSQXJCAALDNAGKIMSLTKTAPDYLVGQQPVED I SSNRIYK 3 00 

7 QW I QENQE S YLS FNSTGtf SRSQXJCAALDNATKI MSLTKS AVD YLVGS S VPED ISKNRIWQ 296 
C QWIQE*Q* S Y*SFN* * *27SRSQXiCAALDNA : KIM+LTK : A*DYLVG : :**+DI: :NRI* : 

310 320 330 340 350 360 

1 I LELNGYE P AYAGS VFLGWAQKRFGKRNT I WLFGPATTGKZ?/I AE AXAHAVP F YGCVNWT 3 60 

2 I LELNGYD PAYAGSVFLGWAQKRFGKRNT I WLFGPAXTGKr^IAEAXAHAVPF YGCVNWT 3 60 

3 I LELNGYDPQYAASVFLGWAQKKFGKRNTI WLFGPATTGKTtfl AEAXAHAVPF YGCVNWT 360 

4 I LELNGYD PQYAASVFLGWAQKKFGKRNTIWLFGPATTGKI^/IAEAXAHAVPFYGCVNWT 360 

5 ILEMNGYDPQYAASVFLGWAQKKFGKROTIWLFGPATTGKTtfl 360 

6 ILELNGYDPQYAASVFLGWATKKFGKRNTIWLFGPATTGKrj/IAEAXAHrVPFYGCVNWT 3 60 

7 I FEMNGYDPAYAGS I LYGWCQRS FNKRNTVWLYGPATTGKTNIAEAXAHrVPF YGCVNWT 35 6 
C I * E +NGY *P:YA:S***GW***:F* KRNT * WL * GPATTGKrtfl AE AXAH+ VP F YGCVNWT 
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370 380 390 400 410 420 

1 NENFPFMDCVDKMVIPWEEGiCMTA 420 

2 NEtfFPFOTCVDKWIPWE^ 42 0 

3 N^f^PFJNDCV^KMVIPtWEEGi^ 42 0 

4 NENFPFiTOCVTDKMVIftfitfEEGieOT 42 0 

5 NENFPFM)CVDKMVIRWEEG2CMTA 420 

6 NENFPFOT3CVI^KMVI^EEGiCMTAKVVESAKA 420 

7 NEWFPFWDCVT)KMLIPiATOEGiCMTNKVVE5AKAI LGGS KVRVDQKCKS S VQXDSTPVI VTS 416 
C NEWFPFNDC VDKM* I WWEEGJCMT * KWESAKAI LGGSKVRVDQKCKSS * QX+ * TPVI VTS 

430 440 450 460 470 480 

1 2*/TNMCAVXI3GNSTTFEHQQPLQDRMFKFEL 480 

2 i^^CAVXI?GNSTTFEHQQPLQDRMFK^ELTRRLEHDFGiCVrKQEVKEFFRWAQDHVTEV 4 80 

3 NTNMCAVXDGNSTTFEHQQPLQDRMFKFELTRRLDHDFGiCVrKQE VKD FFRWASDHVTDV 4 80 

4 NTNMCAVXIXSNSTTFEHOQPLQDRMFKFELTRRLDHDF^^ 48 0 

5 -^m^CAVXDGNSTTFEHQQPLQDRMFKFEL^KRLEHDFGJCV^KQEVKDFFRWASDHVTEV 4 80 

6 OT'NMCAVXDGNSTTFEHQQPLQDRMFKFELTRi^^ 4 80 

7 NTNftfCVVVDGNSTTFEHQQPLEDRMFKFELrKRLPPDF 476 
C tfTNMC*V*DGNSTTFEHQQPL*DRMFKFELr+RL : *DFGJC* TKQEVK+FF * WA :***+: V 



490 500 510 520 

1 AHEFYVRJCGGANKRPAPDDAD&SE PKRA CPSVADPSTSDAEG 522 

2 AHEFYVRJCGGANKRPAPDDAD KSE P KRA C PS VAD PS TSD AEG 522 

3 AHEFYVRJCGG AKKRP AS NDADVS EPKRQ CTSLAQ PTTSDAEA 522 

4 AHEFYVRJCGGAKKRPASKDADVSE PKRQ CTSLAQ PTTSDAE A 522 

5 THEFYVRJCGGARKRPAPNDADISEPKRA CPSVAQPSTSDAEA 522 

6 EHEFYVK2CGGAKKRPAPSDAD ISE PKRV RESVAQPS TSDAEA 522 

7 THEFKVPRELAGTKGAEKSLKRPLGDVTNTSYKSLEKRARLSFVPETPRSSD 53 6 
C :HEF*V+***A: ***A ;:***.**★** : + . * . * ; * ; * * * j±* . 

530 540 550 560 570 580 



1 APVDFADRYQNKCSRHAGMLQMLFPCKTCERMNQNFNICFTHGTRDCSECFP- -GVSESQ 58 0 

2 APVDFADRYQNKCSRHAGMLQMLFPCKTCERMNQNFNICFTHGTRDCSECFP- -GVSESQ 580 

3 P-ADYADRYQNKCSRHVGMNLMLFPCKTCERMNQISNVCFTHGQRDCGECFPGMSESQPV 5 81 

4 P - ADYADRYQNKCSRHVGMNIxMLFPCKTCERMNQISNVCFTHGQRDCGECFPGMSESQPV 5 81 

5 P - VDYADRYQNKCSRHVGMNLMLFPCRQCERMNQNVDICFTHGVMDCAECFP - VSESQPV 580 

6 S- INYADRYQNKCSRHVGMNLMLFPCRQCERMNQNSNICFTHGQKDCLECFP-- -VSESQP 57 9 



7 RPLNWNSRYDCKCD YHAQ FDNI SNKCDECEYLNRGKNGC I CHNVTHCQ I CHG 588 

C : : : + : **RY**KC**H : ** : : ****C : :CE**N* : : * :C**H* : : *C . *C** 

590 600 610 620 

1 PVVRKRTYRKLCAIHHLLGRAPEIACSACDLVNVDLDDCVSEQ 623 

2 PVVRKRTYRKLCAIHHLLGRAPE IACSACDLVNVDLDDCVSEQ 623 

3 S WKKKTYQKLCP IHHI LGRAPE I ACS ACDLANVDLDDCVSEQ 624 

4 S WKKKTYQKLCP IHH I LGRAPE I AC S ACDLANVDLDDCVSEQ 624 

5 SVVRKRTYQKXiCPIHHIMGRAPEVACSACELANVDLDDCDMEQ 623 

6 VS WKKAYQKLCYIHHIMG - KVPDACTACDLVNVDLDDCIFEQ 621 

7 IPPWEKENLSDFGDFDDANKEQ 610 

C :+*:*:+*:***:*** :: * + + + + :**+**+* : **D*DD* : : EQ 
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